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Abstract

synthesis of protein using cellular extracts has

Celkfree translation: the in witro
been a routine technique in molecular biology
labs for twenty years. But it has seldom studied
in our country. The characteristics including

types, preparation, basics, functions and
progress of celkfree systems are introduced. Its
advantages and disadvantages are also discussed.
[t is beneficial for the application and under-

standing of the technique by our researchers in

applied biochemistry and molecular biology
assays.
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