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Gene Expression and Protein Synthesis in Cel}t
free Systems. WANG Jinglin, GAO Perji
( The State key Laboratory of Microbial Tech-
nology, Shandong University, Jinan 250100,
China) .
Abstract

synthesis of protein using cellular extracts has

Celkfree translation: the in witro
been a routine technique in molecular biology
labs for twenty years. But it has seldom studied
in our country. The characteristics including

types, preparation, basics, functions and
progress of celkfree systems are introduced. Its
advantages and disadvantages are also discussed.
[t is beneficial for the application and under-

standing of the technique by our researchers in

applied biochemistry and molecular biology
assays.
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Abstract Na* /H" exchangers (NHE) are vital

transmembrane transporters involved in multiple

University,

cellular functions including the regulation of

intracellular pH, the control of cell volume and

Prog. Biochem. Biophys. * 429 -
date; they constitute a new gene family of verte
brate transporters. And these isoforms are highly
regulated by a remarkably wide variety of stimuli
which can modulate their expression level and
activity. Among the isoforms, the increased
expression level and activity of human NHE-1
have been found to play a role in some critical
diseases, such as tumor, hypertension and dia
betes. Thus it may provide a new way of diag-
nosing and treating for these diseases by investi
gating on the transcription modulation of NHE- 1
gene and the activity regulation of the
exchanger.
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