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RzA

5-ATAATACGACTCACTATAGGGCACGGTCCTGATG
AGTCCGTGAGGACGAAACGAGACCTC-3
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F1 RzARNA SNAMFRARBEEMERIE

mV
i ik M RzA (4.2 g/L) RNA #f
PR g 1.0l 2.0 5.0u 10.ou1 2.0 (6g/L)
0.15 5793.00  4258.00 352200 2908.00  2124.00 5 149. 00
0. 45 6101.00  4431.00  3703.00 2574.00  1876.00 5 549. 00
Sy 0. 30 5947.00 434450  3612.50  2741.00 2 000.00 5349. 00

P AN S DT (o] A% R O 200 PR AR JEC 1) 98 O S BERR AR pChnec lucilerase (1) 9¢ e
RzA: #i RNA/pCEneo luciferase J R 3686 30 41 i J5 (1) %€ 6 98 )% : RNA X Bl HBV (1) — E RNA/ pChnecr
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luciferase 55 3 40 i 5 1R 2% 3 50

F 2 RzA EESAMEFRAREBE AR FIE

mV

n pChner RzA Jii i (lgl)

0.25 ul 0.5 4

3 878.00 2 896. 00

4 000.00 2 862. 00
Fty 3 939.00 2 879.00

RS B

1.0 M 2.0H] 2.0H (1 g/L)
1 675.00 441. 00 5 689.00
1 716.00 332.00 6 100. 00
1 695. 00 386.00 5 893.00
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Abstract

ribozymes (

Sheng - qi ,

Four kinds of different hammerhead
ribozymeA, ribozymeB,
ribozymeC, ribozymeC;) were designed and
synthesized according to the secondary structure
of HCV-RNA 5 -untranslated region and part of
the neighbour C-region. Firstly, the cleavage of
the four Rzs were tested in vitro, and only the
ribozyme with GTA | motif at-1lnt site of
HCV-RNA showed cleavage activity. RzA-RNA
and the combinated pCkneo luciferase in which a

luciferase gene were ligated downstream the tar
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get sequence were then co-transfected into
HepG: cell lines with lipofectine. The cleavage
of RzA-RNA was tested by determined the
expression of luciferase gene. Therefore, the
gene of RzA was ligated into expression vector
pCkneo. This pCkneo-RzA and the vector pCh
neo-luciferase were co-transfected into HepG cell
lines again with lipofectine. Since the pCkneo
RzA was more stable than RzA-RNA in vive
and could produce RzA-RNA continously, it
showed better cleavage activity.

Key words

virus, gene therapy

hammerhead ribozyme, hepatitis C





