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analyzer has a lot of supper performance. It is
satisfactory to research and application in the fields of
biology, medicine and chemistry. The example that
of to research DNA damage was introduced. It is
approved that the technology and analyzer were
advanced and practical.
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Abstract DNA microarray or chip is a new

technique in molecular biology. With combining the

light-directed chemical synthesis, semiconductor

based photolithography, and solidphase chemical
synthesis, thousands of oligonucleotide probes were
arrayed or spotted on the surface of solid support.
This technology has successfully monitored the simuk
taneous expression of many thousands of genes,
developed to screen DNA mutation and polymor-
phism, applied to sequence DNA, and discovered the
novel diseaserelated genes by hybridization to
radioisotope or fluorescence labeled DNA or ¢DNA
coming from interesting tissues and cells.
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