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Fig. 3 Electrophoresis pattern of reamplification product and
digestion product on 14 g/ L. agarose gel
I': reamplification product: 2: pBR322/ Msp I DNA markers; 3:

digestion product of recombinant vector; 4: MDNA/Hind Il markers;

5: recombinant plasmid.
Fig. 1 Electrophoresis pattern of total RNA on

10 g/ L agarose gel 2.4
I: GES 1 total RNA: 2: SGC-7901 total RNA.
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Fig. 2 Partial pattern of mRNA differential display

Fig. 4 Dot-blot hybridization
I: positive control; 2: SGC-7901 total RNA: 3: GES 1 total

RNA; 4: negative control.
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S AACGCTTGCGCACCATTAGTACACTTTTTAGCGATAAAAAAATTCGGAATTAGCCACGGA
TTTATGACTACAGTTCACGCTTATACAGCTGATCAAAGACTACAAGATTCACCACAC
AAAGATTTAAGCGAAGAGCTAGAGCTGCTGCTTATAATATTCTTCCTTCTTCAACAGGG
GCAGCAAAAGCTATTGGTTTAGTTGTTCCTTCATTAACTGCGGCAAAATTAGCACGGAATT
GCTATTAGAGTTCCAGTTATTACAGGGTCATTTGTTGACTTATCTGTTGAATTAAAA
TCAAATCCAAGCGTTGAAGAAGCTTAATGCGCCGCAAATGAAAAGCAGCTTCAAAATGAATCA
TTCCAATACAACGAAGATCAAGTTGTTTCTTCAGATATTGTTAACAATACACATGGT
TCCATTTTTGATGCAACATTAACTAAATTTATAGATCTAAATGCGCAAAAAGATTATAC

GCTTTACACTTTGCAAAAAAAAAAAGCTTS'

Fig. 5 Sequence of YA61 clone
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Fig. 6 Analysis of open reading frame
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Overexpressed Gene YA61 Cloned from Human Gastric Carcinoma
Cell SGC 7901 and Its Sequencing

ZHAO Jir Rong, YAN Xiao-Jun, HAN Feng-Chan, CUI Da Xiang,
HOU Yu, YAN Quarr Jian, SU Cheng-Zhi

( Institute of Genetic Diagnosis, the Fourth Military Medical University, Xi'an 710032, China)

Abstract To clone overexpressed gene from human gastric carcinoma cell SGC-7901, DDRT-PCR technique is

used with human gastric epithelial cell GES-1 as control. After cloned into pGEM -T vector, YA61, one of the

overexpressed genes, was analyzed by dot blot and was sequenced then. The sequence gotten was then compared
to GenBank data and analyzed by NCBI ORF Finder. Dot blot results showed that the gene YA61 was

overexpressed in human gastric carcinoma cell SGC-7901. NCBI s sequence similarity search indicated that the

gene YAG!l was a new gene sequence. Open reading frame analysis demonstrated that the gene YA61 had one

complete open reading frame. In conclusion, the gene YA6! was a new gene sequence that was overexpressed in

human gastric carcinoma cell SGC-7901.

Key words gastric epithelial cell, gastric carcinoma, differentially expressed gene
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