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Fig. 2 Principle of real time PCR using TagMamr MGB probe

Location and direction of primers and probe within template

. PPOE PCR RN R K S 8. K
TR 2 PCR B0 2 808 N v 5 | ) FnER - 1
LEA 5 ) j,  SCRRARIE % 57, FRATIHE B 45 SOk
(3ERE b, CARRE il 8 (0 AH G R BB A I R A%k
HEAL,  OSIRE DL S S A S 9O PCR R MY R
4i. PCR RNIAIHT 3~ 15 MMEH 96 51 R
POCARNEAT 5. F AR I 2575 4 B 3) 98O0 e f AL
DNA Engine Opticon' ™ - #E{T.

d. SIS PCR RN R 48 SO Wi 2 4% v
PHE R . 2 OB R ORI alifh f5, T340
SPNCOCREE EREAT s R, AR T AL BORL A Bl A
VL TR, R I RSN,
MvH SRR T BT & (4 DKL 9 10 5B 2
2x 10° ¥ U/ ml, 43 5IHL S w1 I 4E2¢ 6 5 i PCR
ZEORB. /£ PCR Ay R rp i 92 i %¢ 56 € Bt PCR
1% DNA Engine Opticon™ [ 50 £ 2k 1 bRk i k.



+ 468 - EMFSEYIRHRE

1.2. 4 SERF9E56 PCR N 2 4t 10 I PR AR AS 56 k-
KERT 4K 18 50 1) I IR bR A 3E 4T 2 0% s Bt PCR
43T

2 &4 B

2.1 SRR E L FR F 5N E B F 5 454
AL P HIRANED T, P e BE R 51 [ VD IR A
JEUUR BEMUTURE pLV G440 2 464~ 2 980 nt BLF 414
97% (1) [ PE (505/517= 97%) .
2.2 LCR
W BT 50 Blllm R AR A 24T LCR 4307, 45
FAT 27 151 R D HE A T A B A
2.3 EREX PCR RN ASKHEXSHHE
A T RN RE R RV AR R
50 B, Sl RIERERKR Y H 0.4 Bmol/L, dNTPs
WEA 0.2 mmol/ L, MgCl, ¥ /% 3.5 mmol/ L, #
JA8h Taq B 1.25 U. Z L FARIURE 530 5 ul
F1E PCR #iAR.
RINZHCR: 94 CHUAEYE 180 s, #R)5 95 CA&
PE20 s, 60 CiEk 30 s, 72CHEAR 20 s, EFF 50
X, fee)n 37 CHRIEL 120 s 7ERE—1H A 60 CIil kP
BRI R 5.
2.4 HIRENRE
FIT A 37 (R SEE I 98 6 PCROR N 28 45 (19 K6 I Jpe A%
BREE A 1 DNA $% DUAE [ .
2.5 ZMERNEE
e 10°~ 10° DNA #% D& WS [l iy, ¢, i
(threshold cycle, BNV N 28 (5 5 8%
SE AT BT 22 0 R A 40)  F DNA # DU 22
PELZR (r> 0.990) (3 FIE 4).

1.25
100 F
o —
E o
7 IJ_TGI
= | ' {f
= rlin[ j,rf
| [/
0.25| o
| _.-’. )f'
¥ o LLAS
25 50

Fig. 3 Amplification curves of standard template with

different concentration
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Fig. 4 Standard curve for Chlamydia trachomatis

quantification
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Detection of Chlamydia trachomatis by Real time Polymerase Chain
Reaction Using TagqMan MGB Probe Technology

ZHAO JirRong"" , BAI YuJie'!, WANG Sheng-Chun?,
GUO YarHai", ZHANG Qing‘l‘[uan . ZHANG Ju", YAN XiaoJun"
(V institute of Genetic Diagnosis, The Fourth Military Medical University, Xi'an 710032, China;

2 Department of Dermatology and Venereology of Xijing Hospital, The Fourth Military Medical University, Xian 710032, China)

Abstract To develop a reaktime PCR based on TagMan technology using the new MGB probe for detecting
Chlamydia trachomatis DNA, plasmid containing the sequence of interest was constructed for the
standardization of the method and to assess its sensitivity. Primers and MGB probe were chosen in the conserved
region of cryptic plasmid pLGV440. T he Results showed that this Chlamydia trachomatis assay had a threshold
sensitivity of one genome copy number per reaction. A linear standard curve was obtained between 10° and 10°
DNA copies/ reaction ( r > 0.990). Fifty clinical specimens were tested by reaktime PCR and LCR
simultaneously and the coherence was 100% . These observations suggested that realtime PCR based on MGB

probe was an excellent candidate for a standard Chlamydia trachomatis detection method in a large scale.

Key words Chlamydia trachomatis, polymerase chain reaction, fluorescence quantitation
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