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Abstract
hepatocellular carcinoma. In order to further validate the expression level of ORP150 in hepatocellular carcinoma, protein expression

In previous study, the 150-ku oxygen-regulated protein (ORP150) was identified as a candidate glycoprotein related to

was determined by Western blot and cell immunochemistry, and messenger RNA (mRNA) expression was detected by quantitative
real-time polymerase chain reaction. The effect of ORP150 on apoptosis and invasive potential of hepatocellular carcinoma cells was
evaluated using the small interference RNA (siRNA) technique. Both the protein and mRNA expression levels of ORP150 were
significantly upregulated in hepatocellular carcinoma cell lines compared with a non-tumor human liver cell line. After transfection
with the specific siRNA of ORP150, significantly greater apoptosis of hepatocellular carcinoma cells was induced compared with
untransfected cells. However, no significant effect on invasive potential was found. Overexpression of ORP150 was associated with
hepatocellular carcinoma, and ORP150 might promote the proliferation of hepatocellular carcinoma cells by inhibiting apoptosis.
ORP150 could be a potential therapeutic target for hepatocellular carcinoma.
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Human hepatocellular carcinoma is a common
and aggressive malignancy with especially high
prevalence in Asia and Africal' . Tt is the third most
frequent cause of cancer deaths in men and the seventh
most frequent in women, with a very poor prognosist,
Surgery remains the main form of treatment, but
S-year recurrence after surgical resection is as high as
70% B, Early diagnosis and control of metastasis of
hepatocellular carcinoma are the key issues to improve
long-term  survival.  Therefore, exploring the
molecular mechanisms of hepatocellular carcinoma
pathogenesis and metastasis is pivotal . Although
many efforts have been made, so far, their mechanisms
are still not clear.

In our previous study ", we screened key
glycoproteins related to hepatocellular carcinoma
pathogenesis and  metastasis by  comparing
glycoprotein profiles of a non-tumor human liver cell

line (Chang liver) and two human hepatocellular

carcinoma cell lines with different metastatic potential
(nonmetastatic, Hep3B
MHCC97H). The
compared by fluorescence-based multiplexed proteomics
which
electrophoresis followed by fluorescent staining of

and highly metastatic,

glycoprotein  profiles were

technology, included two-dimensional gel
glycoprotein and mass spectrometry identification.
Comparing these profiles, we found some obviously
different  glycoproteins, 150-ku
oxygen-regulated protein (ORP150), which was
selected for further study because it had different levels

including the
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of expression in these three cell lines. The ORP150 is
a newly discovered member of the family of
Little
association between ORP150 and hepatocellular

heat-shock proteins. is known about the
carcinoma. The ORP150 functions as a molecular
chaperone in the endoplasmic reticulum . It is an
integral cytoprotective
pathways® and is expressed in human wounds along
with vascular endothelial growth factor (VEGF)!'?,

In the present study, we aimed to validate

participant in  ischemic

expression of ORP150 in hepatocellular carcinoma cell
lines and to analyze its roles in the survival and
invasion potential of hepatocellular carcinoma cells.

1 Materials and methods

1.1 Reagents

Tris, glycine, urea, sodium dodecyl sulfate,
dithiothreitol, and thiourea were obtained from Sigma
(St. Louis, MO, USA). RPMI-1640 medium, fetal
bovine serum, and Dulbecco’s modified Eagle’s
medium were obtained from GIBCO Industries (Los
CA, USA); TRIzol
transcriptase complementary DNA (cDNA) synthesis

Angeles, reagent, reverse
kit, and Lipofectamine 2000, from Invitrogen Life
Technologies (Gaithersburg, MD, USA); matrigel,
from BD Biology Science Corporation, mouse
antihuman ORP150 antibody, from IBL Company
(Naka  Fujioka, Japan); mouse  antihuman
glyceraldehyde 3-phosphate dehydrogenase (GAPDH),
from Santa Cruz Biotechnology; goat anti-mouse IgG
conjugated with horseradish peroxidase, from

Sino-American  Biotechnology = Company; the
quantitative enzyme-linked immunosorbent assay
(ELISA) kit for matrix metalloproteinase-9 (MMP-9)
and MMP-2, from Shanghai Senxiong Scientific and
Technological Industrial;  Transwell
supports,

Western  blotting

permeable
from Corning Costar Company; ECL
substrate, from Pierce; and
polyvinylidene fluoride membrane, from Millipore.
All chemicals were analytical reagent grade.
1.2 Cell culture and total protein preparation of
cells

The Chang liver cell line and Hep3B cell line
were from Cornell Uuniversity (Ithaca, NY, USA) and
cultured in RPMI-1640 medium containing 10% fetal
MHCC97H cell

established by our institution. The cells were cultured

bovine serum. The line was
in Dulbecco’s modified Eagle’s medium containing

10% fetal bovine serum and high glucose. The cells

(1x107) were lysed with 400 pl lysis buffer containing
40 mmol/L Tris-base, 4% CHAPS detergent, 200 mmol/L
dithiothreitol, and 0.5 pl phenylmethylsulphonyl fluoride
(400 mmol/L) for 45 min at 4°C, with occasional
vibration. The mixture was centrifuged (20 000 g) for
45 min. The supernatant was collected and stored at
-80C.
1.3 Detection of ORP150 messenger RNA(mRNA)
level in cell lines

Total cell RNA was extracted with TRIzol
reagent by standard isopropanol and chloroform
precipitation as described in the manufacturer’s
instructions. The cDNA was synthesized from 2 pg
cell RNA using a reverse transcriptase cDNA synthesis
kit according to manufacturer’s instructions on a
Bio-Rad PCR iCycler. Quantitative real-time polymerase
chain reaction (QRT-PCR) analysis was performed for
messenger RNA (mRNA) expression. ORP150 cDNA
was amplified with the primers (forward: 5 GTGGA-
GTTCACGAGGGAGGT 3'; reverse: 5" ACTTTGCG-
TTGAGGGTAGGG 3'). The qRT-PCR was performed
with a DNA Master SYBR Green [ on the iQ5
Multicolor Real-time PCR detection system (Bio-Rad).
Amplification of qRT-PCR involved an initial 10-min
step at 95 ‘C for denaturation, followed by up to
45 cycles of a 94°C denaturation for 10 s, annealing at
52°C to 58°C for 20 s, and 72 °C for an appropriate
time (25 s). qRT-PCR
amplification were performed in triplicate on material

extension Reactions for
from at least two independent reverse transcription
reactions. To serve as the internal control, GAPDH
mRNA was detected at the same time. Quantification
data were analyzed by the delta C, method.®
1.4 Western blot

The total protein of cells was loaded in equal
amounts for sodium dodecyl sulfate-polyacrylamide
gel electrophoresis with 10% separation gel and 5%
stacking gel. The proteins isolated were transferred
After
treating with 5% bovine serum albumin in 1 x TBST
(25 mmol/L Tris, pH 7.5, 150 mmol/L NaCl, and
0.05% Tween-20) for 1 h at room temperature, the
membranes were incubated with mouse anti-human
ORP150 (1 mg/L) for 2 h at room temperature, followed
by horseradish peroxidase-conjugated secondary
antibody for 2 h at room temperature. The GAPDH
was used as an internal positive control.

onto a polyvinylidene fluoride membrane.

Target
proteins were detected by enhanced chemiluminescence.
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1.5 Immunofluorescence detection of ORP150
Cultures of cells were washed in phosphate-
buffered saline (pH 7.4) and fixed in methanol
for 5 min. The cells were incubated with mouse
anti-human ORP150 primary antibodies (5 mg/L) for
30 min at 37°C, and with Cy3-conjugated anti-mouse
IgG secondary antibody (1 : 300 dilution, Sigma-
Aldrich Corporation, Germany) for 30 min at room
temperature. The negative control was performed
without primary antibody. The cells were washed in
phosphate-buffered saline three times each for 3 min.
The slides were sealed in glycerin, and ORP150
expression and distribution pattern were observed by
fluorescent microscopy (Zeiss, Oberkochen, Germany)®.,
1.6 Transfection of small interference RNA
(siRNA) against ORP150 into Hep3B cells and the
cell apoptosis assay
1.6.1 Transfection of siRNA. Small interference RNA
(siRNA) transfection were performed as described
previously ', Briefly, the specific ORP150 siRNA
sequence was screened from three designed siRNA
sequences by qRT-PCR. The validated specific
ORP 150 siRNA sequences were sense 5’ GACAUU-
GAAGCUAAGAUGALt 3’ and antisense 5" UCAU -
CUUAGCUUCAAUGUCtt 3'. The cell lines were
transfected with a specific ORP150 siRNA. For
transfection, 4 pl Lipofectamine reagent was mixed
with 100 pl OptiMEM (Invitrogen, SanDiego, CA,
USA) and allowed to stand at room temperature for
10 min. The original siRNA preparation 6 wl was
mixed with OptiMEM 100 ul and incubated at room
temperature for 20 min to form the transfection
mixture. Before transfection, the cells were incubated
in serum-free media for 24 h. At transfection time, the
cells were washed with Dulbecco’s modified Eagle’s
medium and incubated in media containing serum.
The transfection mixture was added to all cultures, and
the cells were incubated at 37°C for 72 h.
1.6.2 Analysis of apoptotic cells by TUNEL in situ
detection. Cells were cultured and treated with
ORP150 siRNA or non-targeting siRNA for 24 h.
Discard media and fix air dried cell samples with a
freshly prepared solution (4% paraformaldehyde in
PBS, pH 7.4) for 1 h at room temperature and incubate
in permeabilisation solution (0.1% Trixon X-100 in
0.1% sodium citrate) for 10 min on ice. Then add
50 wl TUNEL (Roche) reaction mixture on sample and
incubate for 60 min at 37°C in a humidified atmosphere
in the dark. Samples were analyzed in a drop of PBS

under a fluorescence microscope at this state.
1.6.3 Analysis of apoptotic cells by Flow Cytometry.
At 72 h after transfection, the medium was removed,
and the cells were harvested for apoptosis analysis by
Annexin V-FITC and PI double staining. The cells
were detached by trypsin treatment and washed once
with phosphate-buffered saline. Cells were suspended
in 2 ml citric acid buffer and fixed at room temperature
for 30 min. After centrifugation, cell pellets were
digested in 1.8 ml solution A (trypsin digestion solution),
and digestion was stopped with 1.5 ml solution B
(trypsin inhibitor solution). Samples were stained
in 1.5 ml solution C (propidium iodide) for at least
15 min. Samples were filtered by 53 mm nylon mesh
before running on the flow cytometry.
1.7 Cell invasion assay

The invasive property of tumor cells was
measured by a transwell chamber assay in vitro as
described previously ". In the upper compartment,
filters coated with matrigel were covered with 100 ul
diluted cells transfected with specific ORP150 siRNA,
and in the lower compartment, the chambers were
filled with 600 wl conditioned culture media. After
incubating with 5% CO, for 36 h at 37°C, the cells that
did not invade the basement membrane were removed
gently with wet cotton. Cells that had invaded the
membrane were fixed in formaldehyde for 15 min at
room temperature and stained with Giemsa for 30 min.
The invading cells were counted under light
microscopy, and the average number was obtained
from three independent experiments.
1.8 Matrix metalloproteinases (MMPs) in cell
culture medium detected by avidin biotin complex
ELISA

The amounts of MMP-2 and MMP-9 in
serum-free media were estimated by ELISA after
Hep3B cells were transfected with specific ORP150
siRNA for 72 h. The ELISA assays were performed

following the manufacturer’s protocols.

2 Results

2.1 Upregulation of ORP150 gene in hepatocellular
carcinoma cell lines

As shown in Figure 1, the expression of ORP150
gene was significantly upregulated in the two
hepatocellular carcinoma cell lines (Hep3B and
MHCC97H) compared with the non-tumor Chang liver
cell line (P < 0.05). The expression level of ORP150
gene in Chang liver cells was only approximately 6%
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of that in Hep3B or MHCCY97H cells. Gene
expression of ORP150 in the MHCC97H cell line was
slightly higher than that in the Hep3B cell line;
however, this difference was not
significant (P> 0.05).

statistically

30+
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Chang liver

Relative expression of ORP150

Hep3B MHCC97H

Fig. 1 Expression levels of the ORP150 gene

in cell lines detected by qRT-PCR

The ORP150 gene levels were elevated in both hepatocellular carcinoma
cell lines, Hep3B (nonmetastatic) and MHCC97H (highly metastatic),
compared with the non-tumor human liver cell line, Chang liver
(P < 0.05). The ORP150 gene level in the MHCC97H cell line was
higher than that in the Hep3B cell line, although the difference was not
statistically significant (P > 0.05). Values were normalized to GAPDH
gene expression and expressed relative to the control sample (Chang
liver). Values are given as x + s deviation (n=3). *, ** P< 0.05.

2.2 Upregulated protein expression of ORP150 in
hepatocellular carcinoma cell lines

As shown in Figure 2, protein expression of
ORP150 was elevated in both hepatocellular
carcinoma cell lines (Hep3B and MHCC97H),
compared with the Chang liver cell line, and the
Hep3B cells had the highest ORP150 protein
expression level among the three cell lines. The
immunofluorescence assay also demonstrated that both
the MHCC97H and Hep3B cell lines had higher
expression of ORP150 protein, compared with the
Chang liver cell line (Figure 3).

* ——— ——— (A PDH

MHCC97H Hep3B Chang liver

Fig. 2 Western blot analysis for ORP150 protein
expression in Chang liver, Hep3B,
and MHCC97H cell lines
The target bands displayed higher density in the MHCC97H and Hep3B
lanes, compared with the Chang liver lane. The Hep2B lane displayed
the highest density.

| . | . | .

Fig. 3 Immunofluorescence detection of ORP150 in Chang liver, Hep3B, and MHCC97H cell lines

Immunofluorescent microscopy (200x) depicts weak red staining in the cytoplasm of Chang liver cells (a), compared with intense red staining in the

cytoplasm of Hep3B cells (b) and MHCC97H cells (c).

2.3 Detection of specific ORP150 small
interference RNA (siRNA) transfection efficiency

The transfection of cells with ORP150-specific
siRNA resulted in significantly decreased gene
expression of ORP150 at 48 h. Protein expression of
ORP150 was significantly reduced at 72 h after
transfection, as shown in Figure 4. Low intensity of
the target band in lane 7 (cells transfected with specific
ORP150 siRNA) indicated that the expression of
ORP150 was successfully inhibited.

ORP150

A, A a———— C/PDH
1 2 3

Fig. 4 Assessment of siRNA transfection efficiency
by Western blot
I: Cells transfected with specific ORP150 siRNA; 2: Cells treated with
non-targeting siRNA; 3: Non-transfected cells. Low intensity of the
target band in lane / indicated that the expression of ORP150 was
successfully inhibited.
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2.4 Effect of ORP150 on hepatocellular carcinoma
cell apoptosis

Through TUNEL in situ detection, we did not
find typital apoptotic bodies or morphological change
after 24 h treatment with siRNA against ORP150 in
Hep 3B cells compared with control groups(Figure 5a).
In addition to TUNEL-staining, we attempted to
reconfirm the apoptosis ratio of ORPI50-RNAi
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C3 pd.btosis Marker % Gatec
S 0@ N All 100.00

5010015200250 Apoptosis  30.09

FL2-area

Hep 3B with Flow Cytometry by Annexin V-FITC and
PI double staining(Figure 5b, 5¢). It could be seen that
apoptosis in the Hep3B hepatocellular carcinoma cells
transfected with ORP150-specific siRNA  was
significantly increased compared with untransfected
hepatocellular carcinoma cells (P < 0.01), which
indicated that ORPI150 effectively inhibited the
apoptosis of cultured hepatocellular carcinoma cells.

W
(=

Apoptosis/%
o]
(=)

Fig. 5 The effects of ORP150 on cell apoptosis in Hep3B cells
Hep3B cells apoptosis were detected by TUNEL technology in situ(a, 200x), and the apoptotic rate were confirmed by Flow Cytometry (Annexin
V-FITC and PI double staining) (b, ¢). The non-transfected Hep3B cells were designated as A ; the Hep3B cells transfected with non-targeting siRNA
were designated as B; and the Hep3B cells transfected with ORP150-specific siRNA were designated as C. Values are shown as x + s (n=6). * P<0.01.

2.5 Effect of ORP150 on hepatocellular carcinoma
cell invasion potential

As shown in Table 1, levels of MMP-2 and
MMP-9 secreted by the transfected Hep3B
hepatocellular carcinoma cells in serum-free media
were not statistically different compared with levels in

the control group

carcinoma cells).

(untransfected hepatocellular
After ORP150 expression in
hepatocellular carcinoma cells was inhibited, the
number of cells invading through the transwell
membrane did not differ significantly compared with
the control group (Figure 6, P> 0.05).

Table 1 Invading cells per field in the cell invasion assay and quantification of MMP-2
and MMP-9 levels in hepatocellular carcinoma cell culture medium by ELISA

Cell lines Invading cells p(MMP2)/(ng*L™) p(MMP9)/(ng*L™")
Hep3B 4.25+198 10.27 + 4.58 7.06 + 3.59
Hep3B/unspecific siRNA 4.00 + 1.80 11.31 +3.79 8.83 £3.85
Hep3B/ORP150 siRNA 5.13+245 11.49 + 3.64 9.28 +3.71

The group Hep3B represents non-transfected Hep3B cells; Hep3B/unspecific siRNA represents Hep3B cells transfected with non-targeting
siRNA; and Hep3B/ORP150 siRNA represents Hep3B cells transfected with ORP150-specific siRNA. The number of invading cells did not
differ significantly among the three groups (one-way analysis of variance, P> 0.05). The levels of MMP-2 and MMP-9 were not significantly

different among the three groups (one-way analysis of variance, P> 0.05).



+ 1280 - SMFEEMYIRER

Prog. Biochem. Biophys. 2009; 36 (10)

Fig. 6 The effects of ORP150 on the invasive potential of Hep3B hepatocellular carcinoma cells

The invasive ability of hepatocellular carcinoma cells did not differ significantly after ORP150-specific siRNA transfection. (a) Non-transfected cells.
(b) Cells transfected with non-targeting siRNA. (c) Cells transfected with ORP150-specific siRNA. Original magnification x200.

3 Discussion

Glycoproteins participate in a plethora of biological
processes, including viral entry, signal transduction,
bacteria-host

interactions, fertility, and development ™ 16|

inflammation, cell-cell interactions,
In a
previous study, we compared glycoproteins from a
non-tumor human liver cell line (Chang liver) and two
human hepatocellular carcinoma cell lines with
different metastatic potential (Hep3B and MHCC97H),
and we identified 32 distinctly different glycoproteins!”.
The ORP150, a differently expressed glycoprotein with
high glycosylation in hepatocellular carcinoma cell
lines but not in the non-tumor human liver cell line,
drew our interest for further functional exploration.
To the best of our knowledge, expression of ORP150
among the three cell lines was first reported in the
present study.

In this investigation, we confirmed that gene and
protein expression of ORP150 was elevated in
hepatocellular carcinoma cell lines compared with the
non-tumor human liver cell line. In addition, ORP150
significantly inhibited the apoptosis of cultured
hepatocellular carcinoma cells. However, it did not
influence the invasive potential of hepatocellular
carcinoma cells.

Through Flow Cytometry analysis, we found that
apoptotic ratio of HCC cells increased significantly
after inhibition of ORPI150 expression. The data
suggested an important role of up-regulated ORP150
in inhibiting HCC cells apoptosis. But we did not find
typital apoptotic bodies or morphological change
during early stage. It is well known that morphologic
criteria are considered as the most reliable evidence of
apoptosis.
apoptotic morphology by a sinle method is difficult.

However, demonstration of complete

Kerr['? think that the use of morphologic criteria has

some inherent limitations. The exact sequence of
morphological changes may vary in different cell
types. As has been shown for annexin V reagents
in vitro, annexin V radionuclide imaging can provide a
tool which can directly assess for early stages of
programmed cell death, before membrane vesicle
formation and DNA degradation particularly as
measured by the TUNEL method ™ . We consider
that Flow Cytometry was preciser than morphology or
TUNEL.

In addition to our findings of overexpression of
ORP150 in hepatocellular carcinoma, expression of
ORP150 was elevated in breast, thyroid, pancreatic,
and bladder cancer™ #. The ORP150 is a novel
endoplasmic reticulum-associated polypeptide in the
heat-shock protein family that functions as an
ATP-dependent chaperone, and is probably involved in
the folding and assembly of polypeptides, as well as in
the insertion of polypeptides into microsomal
membranes®. Tumor cells subjected to environmental
stress, for example, oxygen deprivation, redirect their
biosynthetic pathways to express heat-shock proteins.
During carcinogenesis, expression of heat-shock
proteins changes. Among members of the heat-shock
HSP-27 and HSP-70 affect the

malignant potential of tumor cells® %!, Here, ORP150,

protein family,

a newly discovered member of the heat-shock protein

family, promoted the survival of hepatocellular
carcinoma cells by resisting their apoptosis. In
reports, ORPI50 protected cells

ischemia-induced cell death®, and the cytoprotective

previous from
role of ORP150 under hypoxic conditions was, in part,
due to the suppression of apoptosis”, consistent with
our results. The resistance of malignant cells to
apoptosis favors their survival. Therefore, we suggest
that ORP150 promotes hepatocellular carcinoma

tumorigenesis in part by suppressing the apoptosis of
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malignant cells. We speculate that, in the early stage
of hepatocellular carcinoma development, since liver
fibrosis that usually exists in hepatocellular carcinoma
patients results in poor blood supply and local hypoxia,
ORP150 is highly induced in such livers, and further,
ORP150 may be involved in hepatocellular carcinoma
tumorigenesis by promoting the survival of malignant
liver cells. Furthermore, we have detected the target
genes associated with apoptosis pathway, and have
found the upregulation of caspase-3 and caspase-6
induced by ORP150, which may have some effects on
the NF-kB pathway (We will publish those results in
another paper soon).

In the present study, protein expression of
ORP150 in Hep3B was higher than that in MHCC97H;
in contrast, gene expression of ORP150 in Hep3B was
lower than that in MHCC97H. The reason for such
dissociation between the protein and mRNA levels of
ORP150 in hepatocellular carcinoma cell lines is not
clear, but it may be related to posttranscriptional or
posttranslational regulation of the proteins, the
methods used for quantifying proteins, and the
property of antibodies used™!.

The ORPI150
nonmetastatic and highly metastatic hepatocellular

expression differed between

carcinoma cell lines, which implied that ORP150
might be associated with hepatocellular carcinoma
invasion or metastasis. In present study, the invasive
potential of hepatocellular carcinoma cells did not
change after inhibition of ORP150. However, the cells
used in this study were cultured cell lines, and the
functional analysis may be more reflective of the
culture conditions rather than the original in wvivo
status of the protein; therefore, their functions remain
to be further validated. Especially since our previous
showed that ORP150 had different
glycosylation status between nonmetastatic and highly
further
investigations as to whether altering the glycosylation

results
metastatic hepatocellular carcinoma cells,

of ORPI150 influences the invasive and metastatic
potential of hepatocellular carcinoma cells will be
valuable.

4 Concluding remarks

In summary, ORPI50 was overexpressed in
hepatocellular carcinoma cell lines and may be
involved in tumorigenesis by promoting the survival of
malignant cells. On the other hand, ORP150 does not
affect the invasive

potential of hepatocellular

carcinoma cells. Results of the present study provide a
better understanding of the association between
ORP150 and hepatocellular carcinoma, but also help
to provide a potential molecular target for therapy and
a biomarker for diagnosis of hepatocellular carcinoma.

References

1 Tang Z Y. Hepatocellular carcinoma. J Gastroenterol Hepatol, 2000,
15(suppl): G1~G7

2  Wang G, Zhao Y, Liu X M, et al. Allelic loss and gain, but not
genomic instability, as the major somatic mutation in primary
hepatocellular carcinoma. Gene Chromosomes Cancer, 2001, 31(3):
221~227

3 Wang Z X, Wang HY, Wu M C. Identification and characterization
of a novel human hepatocellular carcinoma-associated gene. Br
J Cancer, 2001, 85(8): 1162~ 1167

4  Hussain S A, Ferry D R, El-Gazzaz G, et al. Hepatocellular
carcinoma. Ann Oncol, 2001, 12(2): 161~ 172

5 DingSJ,LiY, Tan Y X, et al. From proteomic analysis to clinical
significance-Overexpression of cytokeratin 19 correlates with
hepatocellular carcinoma metastasis. Mol Cell Proteomics, 2004, 3
(1): 73~81

6 WuX,JiaHL, Wang Y F, ez al. HTPAP gene on chromosome 8p is
a candidate metastasis suppressor for human hepatocellular
carcinoma. Oncogene, 2006, 25(12): 1832~ 1840

7 Zhou H J, Liu Y K, Chui J F, et al. Investigation on glycosylation
patterns of proteins from human liver cancer cell lines based on the
multiplexed proteomics technology. Arch Biochem Biophys, 2007,
459(1): 70~ 78

8 Ikeda J, Kaneda S, Kuwabara K, et al. Cloning and expression of
c¢DNA encoding the human 150 ku oxygen-regulated protein,
ORP150. Biochem Biophys Res Commun, 1997, 230(1): 94~ 99

9 Tamatani M, Matsuyama T, Yamaguchi A, et al. ORP150 protects
against hypoxia/ischemia-induced neuronal death. Nature Medicine,
2001,7(3): 317~323

10 Ozawa K, Kondo T, Hori O, et al. Expression of the
oxygen-regulated protein ORP150 accelerates wound healing by
modulating intracellular VEGF transport. J Clin Invest, 2001, 108
(1): 41~ 50

11 Cechowska-Pasko M, Bankowski E, Chene P. The effect of hypoxia
on the expression of 150 ku oxygen-regulated protein (ORP 150) in
HeLa cells. Cell Physiol Biochem, 2006, 17(1~2): 89~ 96

12 Cui J F, Liu Y K, Zhang L J, et al. Identification of metastasis
candidate proteins among HCC cell lines by comparative proteome
and biological function analysis of SI00A4 in metastasis in vitro.
Proteomics, 2006, 6(22): 5953~ 5961

13 Apweiler R, Hermjakob H, Sharon N. On the frequency of protein
glycosylation, as deduced from analysis of the SWISS-PROT
database. Biochim Biophys Acta-Gen Subj, 1999, 1473(1): 4~ 8

14 Helenius A, Aebi M. Intracellular functions of N-linked glycans.
Science, 2001, 291(5512): 2364~ 2369

15 Ethier M, Saba J A, Spearman M, et al. Application of the StrOligo



1282 SMFEEMYIRER

Prog. Biochem. Biophys.

2009; 36 (10)

20

21

algorithm for the automated structure assignment of complex

N-linked glycans from glycoproteins using tandem mass
spectrometry. Rapid Commun Mass Spectrom, 2003, 17 (24):
2713~ 2720

Ratner D M, Adams E W, Disney M D, et al. Tools for glycomics:
Mapping interactions of carbohydrates in biological systems.
Chembiochem, 2004, 5(10): 1375~ 1383

Kerr J F R, Winterford C M, Harmon B V. Apoptosis-its significance
in cancer and cancer-therapy. Cancer, 1994, 73(8): 2013~2026
Martin S J, Reutelingsperger C P M, McGahon A J, et al. Early
redistribution of plasma-membrane phosphatidylserine is a general
feature of apoptosis regardless of the initiating stimulus-inhibition
by overexpression of Bel-2 and Abl. J Exp Med, 1995, 182 (5):
1545~ 1556

Zwaal R F A, Schroit A J. Pathophysiologic implications of
membrane phospholipid asymmetry in blood cells. Blood, 1997, 89
(4): 1121~ 1132

Tsukamoto Y, Kuwabara K, Hirota S, et al. Expression of the 150-kd
oxygen-regulated protein in human breast cancer. Lab Invest, 1998,
78(6): 699~ 706

Asahi H, Koshida K, Hori O, et al. Inmunohistochemical detection
of the 150-ku oxygen-regulated protein in bladder cancer. BJU Int,

h

22

23

24

25

26

27

28

2002, 90(4): 462~ 466

Miyagi T, Hori O, Koshida K, et al. Antitumor effect of reduction of
150-kDa oxygen-regulated protein expression on human prostate
cancer cells. Int J Urol, 2002, 9(10): 577~ 585

Takeuchi S. Molecular cloning, sequence, function and structural
basis of human heart 150 kDa oxygen-regulated protein, an ER
chaperone. Protein J, 2006, 25(7~ 8): 517~ 528

Feng J T, Liu Y K, Song H Y, et al. Heat-shock protein 27: A
potential biomarker for hepatocellular carcinoma identified by
serum proteome analysis. Proteomics, 2005, 5(17): 4581~ 4588
Garrido C, Fromentin A, Bonnotte B, et al. Heat shock protein 27
enhances the tumorigenicity of immunogenic rat colon carcinoma
cell clones. Cancer Res, 1998, 58(23): 5495~ 5499

Kononen J, Bubendorf L, Kallioniemi A, et al. Tissue microarrays
for high-throughput molecular profiling of tumor specimens. Nature
Medicine, 1998, 4(7): 844~ 847

Ozawa K, Kuwabara K, Tamatani M, et al. 150-kDa oxygen-
regulated protein (ORP150) suppresses hypoxia-induced apoptotic
cell death. J Biol Chem, 1999, 274(10): 6397~ 6404

Tai T C, Claycomb R, Siddall B J, et al. Stress-induced changes in
epinephrine expression in the adrenal medulla in vivo. J Neurochem,

2007, 101(4): 1108~ 1118

SUETIER 150 TEABTHREFBIEE

FRIEREXFETEER

E]/é:‘t?‘ 1,2) %+ ’g‘;}&g}: 1) %% ;,\ }ff"] 1) %% ;‘;]3 iEP 1,2 g,]\;;ki 1)
ReAF" A AV MAWmE? K A S54E0
ISHED A RO ROEY OE F RMF W xR

O B M@ v BE B P STBT, _LHE 2000325 25 HoKS# AW 0T I, LI 200032)

WE AR RBL, ST 150(ORP150) 5 41 MU A S I BEER (1. BB HF90 T ORP150 23k /K 1 5 4
TR FAR DS, S BN . 40 0 P38 10 2% A1 45 PCR 3 BIFE 2K 141 50K - A mRNA ZKCERI T ORPIS0 943k, 32 1] RNA
T BRI T 6k TR 0 e R M i . R L. T8 L R (1 FUKE IR 2 mRNA K, 5 E T 40 AR B
ORP150 7EJFF 41 s v 70 5 s 28 RNA T-HRJ5, 0 MO P U0 v 10 S 08, 0 98 400 0 P 42 R G 58 . I 440
1, ORP150 3% i, & T A7 40 M B T A BE G 2R K. ORPI50 5 1T A il Sl JFF 41 IS P 36 7 025

KR

SRR 150, AJF4UiE, T

ZRHEE  R7357, R73-31

* [ 5K F SR ST R R V1RI(973) % B 30 H (001CB510205).
wx QLIRS — R, e IR AL
A8 5. Tel/Fax: 021-54237960, E-mail: qin.lunxiu@zs-hospital.sh.cn

XI4RIf, Tel/Fax: 021-64037181, E-mail: liu.yinkun@zs-hospital.sh.cn

ks H3: 2009-08-09, 3z HI: 2009-08-25

DOI: 10.3724/SP.J.1206.2009.00265



