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Fig. 1 The expression profiling of rice PR proteins under stressed conditions
(a)~ (e) are Western blot data for the expression of PR proteins in rice seedling under cold, hot, drought, submerged and salt conditions, respectively.
1~ 9: Protein samples isolated from different time points (as stated in the text) of rice seedlings under stressed conditions. Upper panels: Western blot
detection of the expression of PR proteins. Lower panels: Plot of average and standard deviation among three repeats of Western blot analysis. Ponceau

S (PonS)- stained gel or Western blot results detected by anti-HSP antibody were showed at the bottom to demonstrate equal loading.
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Table 1 The expression patterns of rice PR proteins under stressed conditions and

stress-related cis-elements in the promoter region of PR genes

Gene PR protein expression detected by Western blot

cis-elements in the promoter region of PR genes

name Cold Hot Drought Submerge  Salt  Xoo-R¥ ABRE TC-richrepeats MBS LTR HSE ARE GC-motif
PRI O O O ) O ) + + + +

PRla u ) u u ) + + +

PR2 O O ) ) ) ) + + + + + +
PR3 = U = U ) ) + + + + + +
PR5 = u u u u = + + + +

PR8 ) = ) u u ) + + + +
PRI5 = = = = = = +

PR16 = u u u u = + + + +

' : Up regulation; | : Down regulation; =: Constant expression; O: Not detectable; +: Positive.
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The Expression Profiling of Rice Pathogenesis-related Proteins
in Seedling Stage Under Environmental Stresses’

GAO Qing-Hua™, ZENG Xiang-Ran™, JIA Lin, NIU Dong-Dong, LI Xue-Jiao, GUAN Ming-Li,
JIA Meng, LAN Jin-Ping, DOU Shi-Juan, LI Li-Yun, LIU Li-Juan, LTU Guo-Zhen™
(College of Life Sciences, Agricultural University of Hebei, Baoding 071000, China)

Abstract The transcription of plant pathogenesis related (PR) genes were known to be induced by pathogen
invasion. Immerging evidences revealed that the transcription of PR genes also up-regulated under abiotic stresses,
however, limited data for PR proteins expression was reported. To characterize the expression of rice PR proteins
under stresses, we examined the expressions of eight PR proteins under cold, hot, drought, submerge and salt
stresses at seedling stage by Western blotting (WB) via antibody-based proteomics strategy. The results showed
that the expressions of PR8 was up-regulated under cold stress, the expressions of PR1a, PR3, PR5 and PR16 were
down-regulated under hot stress. The expressions of PR1a, PR2 and PR8 were up-regulated while PRS and PR16
were down-regulated under drought stress, the expressions of PR1, PR2 and PR15 were up-regulated and PR1a,
PR3, PR5 and PR8 were down-regulated under submerge stress. The expressions of PR2 and PR3 were
up-regulated while PR1a, PRS5, PR8 and PR16 were down-regulated under salt stress. In addition, a number of
stress responsive cis-elements, such as the ABRE, TC-rich repeats and HSE, were identified in the promoter region
of PR genes. These data supported that PR proteins play important and specific roles in the process of stress

tolerance.
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