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Table 1 Interplay between retromer and viruses
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Fig. 1 Transport pathways mediated by retromer
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The Role of Retromer in Viral Life Cycle”

LI Ye, ZHANG Lei-Liang™
(Institute of Pathogen Biology, Chinese Academy of Medical Sciences and Peking Union Medical College, Beijing 100730, China)

Abstract

The retromer complex is a multimeric protein complex involved in transporting proteins from

endosomes to the trans-Golgi network or plasma membrane. Recent studies show that retromer interplays with

many viral proteins to regulate viral life cycle. This review will summarize the interaction between retromer and

viruses including HCV, HIV-1, HPV, vaccinia virus and HVS, and will discuss the role of retromer in virus

infection.
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