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E45E T 1 700 /K H BhiiA . 5¢E PhytoAB
N LR BT 243 000 Fi LG IF AR R Y B AR
(http: //www.phytoab.com), 7&HAAEYHHA —
SEHTRGEIR A R TAE . HET AT AP L 55
Bk EM, JARENES, APREA
IZES, A R TTEEMAES, A AT ReIRIS AT
MERZE A . FRATUAE BK R AL, iy TR
W0 (R il % JEUBE RiceS-A300 ) 7 LAY |
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cell atlas, HCA), BAH RS0 HHE2 AR AR Fh 4l
ML, I N RIS . AR YT,
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The Concept of an Advanced Version of Western Blot (WB 2.0) and Its
Perspectives’

ZHANG Liu, SHI Jia-Nan, LIU Guo-Zhen™
(College of Life Sciences, Hebei Agricultural University, Baoding 071001, China)

Abstract Western blot (WB) is widely used to investigate the expression profiling for target proteins, which
depends on the specific binding with antibodies and it is a fundamental technique in basic and application field of
life science. However, traditional WB technique involves many manual steps, it is difficult to set up standard
operational protocols. In most of the cases, it is used only within same WB analysis for the abundance
investigation of target proteins qualitatively or relative quantitatively, while problematic to carry out comparison
among different laboratories. In the current paper, after a summarized historical review of WB development, the
concept of advance version of WB (WB 2.0) was proposed. The key components for the design and practical steps
including digitalization, standardization, automation, micro-quantification, high through-put, reference-based
normalization and database establishment were presented. In perspective, the application of WB 2.0 will activate
the establishment of a public accessible protein expression database, which will be another supporting platform

for life science succeeding the recognized genome and transcriptome databases.
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