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The Substrate Specificity of Lipase and Its Ap-
plication Potentiality. Cao Shugui (The State
Key Laboratory of Enzyme Engineering, Jilin
University, Changchun 130023, China).
Abstract Lipases from different resources
exhibit three specificities for substrate glyce -
ride: The acyl chain specificity for chain
length, unsaturation degree, and positions of
double bonds in glyceride; The positional
specificity for the position of Sn-1 (3) and Sn-
2 ester bonds in glyceride; and The stereospe-
cificity for enantiomorphous 1-and 3-ester
bond of glyceride . Lipase catalyzes ester hydro -
lysis and esterification (or transesterification)
to prepare monoglyceride, polyunsaturated
fatty acid and its ester, and optically active or-
ganic compounds. thus it has great potential
in fatty oil processing and organic synthesis.
Key words lipase, substrate specificity, fatty

oil precessing, organic synthesis
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Protein-Protein and Protein-DNA Interactions
in the Regulation of Eukaryotic Transcrip-
tion. Li Mingyi, Jia Hongti (Department of

Biochemistry, Beijing Medical University,
Beijing 100083, China).
Abstract  Protein-protein and protein-DNA

interactions and interaction-mediating struc-
ture of both protein and DNA molecules were
summarized by combination of structure-func-
tion studies on eukaryotic transcription factors
and DNA. Coordinate or antagonistic activi-
ties occur after protein-protein interactions
and DNA binding reactions. Dimerization and
competition in these interactions are of an uni-
versal importance in the regulation of eukary-
otic transcriptions.
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