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Abstract

have been applied to various biological aspects.

Recently, phage display techniques

Phage can be exploited to display peptides, pro-
tein domains and proteins on its surface. Espe

cially peptide phage display is now well estab-
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lished as a tool for the search for peptides binding

to antibodies, enzymes, receptors, lectins,
nucleic acids or other target molecules and in
studying the substrate specificity of enzymes. It
has great potential for application in the areas of
drug discovery, vaccine development and other
pharmaceutical development.
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Principle and Method of Exon Trapping to Iso-
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Abstract

Rapidly isolating transcriptional
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sequences from large fragment genomic DNA is a
key step in the positional cloning of disease
genes. Exon trapping is one of the most success

ful methods. The basic principle, methodology
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improvements and practical achievements of the
exon trapping approach are reviewed in detail.
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