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Abstract Telomerase activily is associated with
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cancer. Telomerase inhibition is a strategy for
suppression of tumor growth. The progress in
inhibition of telomerase activity by peptide
nucleic acids, ribozyme, differentiating agents,
reverse transcriptase hibitors and G-quartet
DNA structures are review ed.
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Abstract

approximately 120 amino acid residues founded

The PH domain is a protein module of

in many proteins involved in signal transduction.
The PH domains are similar to each other in
their three-dimentional structures, and the
major structure difference among them lies in the

three variable loops in the structures. The PH
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domain is electrostatically- polarized and the vari-
able loops are on the positively-charged surface,
which may serve as a ligand binding surface. So

far , it has been found that PH domains can

interact with the Bysubunits of G protein
(GBy) . protein kinase C ( PKC) and phos-
phatidylinositotb4, 5 bisphosphate ( PIP; or

inositok 1, 4, 5 trisphosphate (IP3)). All these
implied that PH domain might play an important
role in the interaction between the signaling
molecules and help to form the signal transduc
tion network.

Key Words PH domain, signal transduction,
protein kinase C

G protein , phosphat-

idylinositol derivents
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