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Abstract

the initiation and development of breast cancer.

Aromatase plays an important role in

A full deseription is given on the structure, the
unique tissue specific expression pattern , the
factors and mechanisms involved in the expres-
sion regulation of the gene of aromatase,
CYPI19.
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(MAPK) cascades play essential roles in the sig-
The MAPK cas-
cades are composed of MAPK ( mitogen-activated
MAPKK ( mitogen-activated
protein kinase kinase) and MAPKKK (mitoger

nal transductions in eukaryotie.
protein kinase),
activated protein kinase kinase kinase). These
kinases are structurally conserved, and transduct
signals via protein phosphorylation. Many
kinases and genes of yeasts, animals and plants
which are involved in the MAPK cascades have
been isolated and characterized. From these
investigations, the signal trasduction pathways
of eukaryotic cells gradually become clear.
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