+ 426 -

6 Jeffries A C, Symons R H. A catalytic 13 mer ribozyme. Nucleic
Acids Res, 1989, 17 (3): 1371~ 1377

7  Hammann M, Tabler M, Tzortzakaki S, et al. Extension of helix
II of an HIV-I-directed hammerhead riboozyme with long
antisense flanks does not alter kinetic parameter in vitro but cause
loss of the inhibitory potential in living cell. Nucleic Acids Res,
1994, 22 (19): 3951~ 3959

8 Bertrand E, Pictet R, Grange T. Can hammerhead ribozymes be
efficient tools to inactivate gene function? Nucleic Acids Res,
1994, 22 (1): 293~ 300

9  Hendry P,
l'IPil\'ugP. rales I)}' {I."i)-']']]ll'l]']]!".l I'i{' }HII’T]IIII’T]HF}]H{I(I l'il,ll]'l,_\"llll.‘.'i, Nll(']ﬁil‘
Acids Res, 1996, 24 (14): 2679~ 2684

10 Jankowsky E,
inhibit or activate a hammerhead ribozyme. Nucleic Acids Res,
1996, 24 (3): 423~ 429

11 ||(-en(|r).' P, Mceall M J. A comparison of the in vitro activity of

Mecall M J. Unexpected anisotropy in substate

Schwenzer B. Oligonucleotide facilitators may

DNA-armed and all RNA hammerhead ribzymes. Nucleic Acids
Res, 1995, 23 (19): 3928~ 3936

12 Pontius B W, Lott B W, wvon Hippel P H. Ohservations on
catalylysis by hammerhead ribozymes are consistent with a two
divalent- metakion mechanism. Proc Natl Acad Sei USA, 1997,
94 (12): 2290~ 2294

13 Dahm S C, Derrick W B, Uhlenbeck O C. Evidence for the role of
solvated metal hydroxide in the hammerhead cleavage mechanism.
Biochemistry, 1993, 32 (48): 13040~ 13045

14 Slim G, Gait M ]J. Configurationally defined phosphorathioate
containing oligoribonueleotides in the study of the mechanism of
cleavage of hammerhead ribozymes. Nucleic Acids Res, 1991, 19
(6): 1183~ 118

15 Knimelis R G, Meclaughlin . W. Ribozyme mediated cleavage of
substrate analogue containing an  internucleotide bridge  5-

phosphorathioate:  evidence for the single metal model.

S F 5L MR HER

Prog. Biochem. Biophys. 1999; 26 (5)
Biochemistry, 1996, 35 (16): 5308~ 5317

16 Blott W B, Pontius B W, Von Hippel P H. A two metal ion
mechanism operates in the hammerhead ribozyme mediated cleavage
of an RNA substrate. Proc Natl Acad Sei USA, 1998, 95 (2):
542~ 547

17 Homann M, Tzortzakaki S, Rittner K, et al. Incorporation of the
catalytic domain of a hammerhead ribozyme into antisene BENA
enhances its inhibitory effect on the replication of HIV-1. Nuecleie
Acids Res, 1993, 21 (12): 2809~ 2814

18 Scott W G, Joonch J T, Aron K. The crystal structure of an all
RNA hammerhead ribozyme : A proposed mechanism for RNA
catalytic cleavage. Cell, 1995, 80 (7): 991~ 1002

19 Hermann T. Auffinger P, Scott W, et al. Evidence for a
hydroxide ion bridging two magnesium ions at the active site of

hammerhead. Nucleic Acids Res, 1997, 25 (17): 3420~ 3427

Proceeding of Hammerhead Ribozyme in Action
Mechanism. DENG WenrSheng, YANG XrCai,
PENG Yi, KANG ( Institute of
Microbiology, The Chinese Academy of Sciences,
Beijing 100080, China).

Abstract

properties of kinetics reaction and possible catalytic

Liang Yi

Characteristics of secondary structure,

mechanism  for  hammerhead ribozyme were
described, the problems to be studied further in
action mechanism were also put forward.
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Abstract

formed by extensive post-transcriptional processing of

College, Liaocheng

I[n eukaryotic cells, messenger RNAs are
the primary transeripts, assembled with a large
number of proteins and processing factors in
ribonucleo-protein complexes. The protein part of
these complexes mainly constitutes a class of about 20
called heterogeneous nuclear

major polypeptides

ribonucleoproteins ( hnRNPs ). In addition to
previous models that hypothesised a mere structural
function, a more diversified and dynamic role for
these protein is now proposed. They might actively
participate in the events of RNA metabolism and
other cellular functions.
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