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Abstract M itogen activated protein kinase (MAPK)
is a group of important protein kinases involved in
phosphorylation cascade in the mitogen initiated sig-
NGF from Agkistrodon
halys has been used to investigate its effects on
MAPK and MAPKK of PCI2 cells. The results
showed that this kind of NGF increased MAPK and
MAPKK expression and MAPK activity. The above
increases were NGF concentration dependent in the
range of 25~ 100 Bg/ L. The use of PKC inhibitor H-

7 indicated that the increased expressions of MAPK

nal transduction pathways.

and MAPKK expression were PKC-dependent.
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Abstract ku80 gene of radiosensitive cell line SX-9
was cloned by RT-PCR. Compared ¢DNA of the

radiosensitive cell line with its parental cell line, it

Sciences,

was found that there were two mutation sites in ku80
gene which could interact with DSB DNA and Ku70.
It was confirmed by EMSA and Southwestern blot
that the DSB end binding activity of Ku80 in the
nucleus extract of the radiosensitive cell decreased
greatly, which infered that the radiosensitivity of the
cell line is caused by dysfunction of its Ku80 protein.
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