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Molecular Cloning : A

Cold Spring Harbour

A New Method for Quickly Preparing Small RNA
Molecular Mass Marker. DENG Wenr Sheng,
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Guangzhou Traditional Chinese Medicine
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Abstract A self-cleaving ribozyme was comprised of
a hammerhead ribozyme and its target sequence
hammerhead

located the downstream of the

ribozyme. The self-cleaving ribozyme gene was
synthesized, amplified and cloned into the Bluescript
SK plasmid. The construct harboring 10 copies of the
self- cleaving ribozyme gene was obtained through suc
cessively cloning for four times. The result of poly-
acrylamid denatured gel electrophoresis showed: the
multimeric ribozymes caused self-cleaving during the
transcription reaction in vitro and formed RNA step
ladders from 70 nt to 706 nt, which indicates that the
self- cleavage ribozyme transeripts can be used as RNA
molecular mass markers.
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Abstract
the field of molecular biology, but too many things
affect the PCR result.

mization experiments must be done before satisfactory

PCR is now one of the key procedure in
Sometimes, a lot of PCR optr

results are obtained. So an optimization project with
minimum times of test is needed. Uniform Design is
For 244 bp frag-

ment in human apo E gene, the optimization of the

what can meet this requirement.

ampified conditions included concentration of Mg**
concentration of DMSO,

temperature, elongation time, number of cycles based

denature time, annealing
on Uniform Design was reported. The results show
that a set of PCR conditions with specific, high yield
amplified product can be obtained for purified tem-
plate or simple-treated template by 6~ 10 times of
optimization experiment. The Uniform Design is
useful for the optimization of PCR conditions.
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