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Abstract

technology has been developed rapidly in recent

Ultra weak chemiluminescence analytical

years. The technique in pharmaceutical analysis was
introduced by using two examples. One is based on
the chemiluminescence reaction of Ce ( IV) -analgimr
rhodamine 6G and the other is based on the auto
oxidation of analgin in micellar medium. An ultra
weak chemiluminescence analyzer has been coupled to
flow- injection device for the determinations.
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Get the Best Use of dbEST. WANG Hua Chun,

CHEN Qing-Xuan ( Institute of Developmental

Biology, The Chinese A cademy of Sciences, Beijing
100080, China).
Abstract dbEST is an important division of

Genebank. EST clones represent useful molecular
tools for new gene identification. gene expression and
recombinant protein expression studies. A description
of dbEST and the way to get the best of it were
given.
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