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Research Progress in Protein 4. 1 Gene Family

HU Xiao-Yan" , ZHOU Yan, YUAN Jiar Gang, QIANG Bo-Qin
( Institute of Basic Medical Science, Chinese Academy of Medical Sciences & Peking Union Medical College,

National Laboratory of Medical Molecular Biology, Beijing 100005, China)

Abstract In recent years, three proteins that have high homology with protein 4. 1 in red blood cell have been
obtained. All of them involve three functional domains, membrane binding domain, spectrim-actin binding
domain and carboxyl terminal domain. Moreover, protein 4.1 is related to mitosis and the formation of the
neural synapse besides that it plays an important role in maintaining the normal physical and physiological

properties of the cell membrane.
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