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Structure and Function of Membrane associated Guanylate
Kinase Family Proteins

ZHU KeYi, WAN Yong Qi, XIE Wei®

( Laboratory of Develop mental Genetics, Molecular Medical Institute, Southeast University Medical School, Nanjing 210009, China)

Abstract Membrane associated guanylate kinase family proteins mediate the clustering and aggregation of ion
channels, receptors and cell adhesion molecules via their PDZ . SH3 . GK domains, respectively. MAGUKs
construct the cytoskeleton, take part in the signal transduction and modulate the cell cycle process, as well as
the neural development. The characters of MAGUKSs structure , their functions and some members of the

family were explicated.
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