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Fig 1 2BS cells stained for senescence - associated B galactosidase
{a) early passage 285 cells; (b)) senescent 2HS cells: (0) premature
senescence of 285 colls induced by Hatds, Photomicrographs were taken
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Fig 2 Seattered plot graph of Cy3 labeled and Cy5 labeled
protes hybridizing with HGEC 405 microarray
Ewch purint on the plot represented a gene by beisdisition signal.  The red
peants represiilel the aties anged fooo 005 o 2,0, belong 1o the
unddifferentiol group, The yellow points represented the ratios greater
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Fig. 3 The RT PCR results of Mad 2 and a- 2- macroglobulin

A early passage 2BS cells; B: premarure 2BS cells induced by H20,.
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Table 1 Partial gene expression changes in H;Or induced premature senescence of 2BS cells
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0.

ceoeeocPpPpeoeee e

091
128
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Plede 47
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Cyelin B
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Histone (H2A. 7))
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Kinesin superfamily motor K1F4

TOM 1 protein

B. Enzymes and protein factors involved in metabolism and protein processing
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NM_ 006579
AF038660
NM_ 001960
ACO004522
AB0032261
797029
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GenBank_ 1D Ratio Definition
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Profile Gene Expression of H>O: induced
Premature Senescence of Human Fibroblasts

MA Hong, ZHANG ZongYu" , TONG TamrJun~

( Department of Biochemistry and Molecular Biology, Health Science Center, Peking University, Bejing 10083, China)

Abstract The senescent phenotype of human embryo lung diploid fibroblasts was obtained by four treatments of
early passage cells with 50 Hmol/ L. H205 for 30 min every 2 days. After total mRNA extraction from the two
kinds of cells, the young cells and H2O2 induced premature senesence cells, the cDNA of two kinds of cells were
labled by Cy3 and Cy5 respectively were hybridized with microarray containing 4 096 human genes. The gene
expression changes were identified by GnePix 4000B and GenePix 3.0. 123 genes changed their expression
significantly, which involved in progress of cell cycle, metabolism and protein processing, formation and

modification of cytoskeleton and extracellular matrix and signal transduction, and the most interesting finding

was that secretory function seemed to be enhanced in premature senescence of fibroblasts.

Key words gene chip, gene expression, replicative senescence, premature senescence, oxidative stress
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