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Recent Advances in The Study of Membrane Structure

YANG I'u-Yu

(National Laboratory of Biomacromolecules , Instituie o Biophysics, The Chinese /Academy of Sciences, Beijing 100101, China)

Abstract The task of determining the structure of membrane proteins has been hindered by experimental
difficulties. Recent success in crystallising a number of channels (K™ channel, Cl~ channel, Aquaporin 1
ete) and pumps (Ca’™ pumps) has led to the determination of 3D structures ol a number ol proteins
responsible [or selective transport of polar molecules and ions across biological membranes. In recent years
several lines of evidence indicate that the lipids in the plasma membrane ol animal cells are
inhomogeneously distributed. Lipid ralts and cavealae are cholesterol-sphingalipid enriched microdomains,
The characteristics ol these domains, such as size, composition and dynamics were brielly reviewed in the
present paper. A large number ol signalling molecules are concentrated within these lipid microdomains,
which has been proposed to [unction as signaling centers. Besides, the roles ol lipid ralts in membrane

transport were also discussed.
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