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RNA Interference Library and Its Application in Functional Genomics

CHENG Xiao-Xing™, JIAN Rui, DENG Shao-Li, JIANG Jing
(Department of Microbiology, Third Military Medical University, Chongging 400038, China)

Abstract With the completion of human genome sequencing, the next challenge is to understand the function of

each gene. RNA interference (RNAI) library can be used in large scale loss-of-function and phenotype screening.

Although RNAI libraries have been proved to be a powerful tool of functional genetic screening in model

organisms such as Caenorhabditis elegans, their use in mammalian cells has been hampered by toxic effect induced

by long dsRNA. However, since 2003, several RNAI libraries that can be used in mammalian cells have been

established and used for functional genetic screening. As a simple, effective, large scale and high-throughput

screening technique in functional genomics, RNAI library can be used in functional genetic screening, drug target

discovery and validation, disease gene discovery and many other areas.

Key words

RNA interference, RNAI library, functional genomics

*This work was supported by a grant from The National Natural Sciences Foundation of China (30370603, 30470094) and The Scientific Research

Foundation for the Returned Overseas Chinese Scholars, State Education Ministry.

**Corresponding author . Tel: 86-23-68752241, Fax: 86-23-68752241, E-mail: xiaoxing@mail.tmmu.com.cn

Received: October 14, 2004

Accepted: December 7, 2004



