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Fig. 1 Dot hybridization of NDM -1 genomic RNA (a )
and satRNA (b))
1.4, 8: N. tobacum 40 d, 10 d, 5 d respectively. 2, 5, 9: N. glutinosa
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tomato 40 d, 5 d. 77, [2: HC4 on tomato 40 d, 10 d.
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Fig.2 Variation trend of NDM —1 genomic RNA (a ) and satRNA (b )

m—W: N tobacum; @—e: N glutinosa; A——4A: tomato; ¥——¥: HTO1CO04 in tomato; ¢——e: Cucuribita pepo.
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Fig.3 Ratio variation for satRNA to genomic RNA
of NDM -1
m—W: N tobacum; @—@: N glitinosa; A——4A: tomato;
¥Y—V¥: Cucuribita pepo; «——«: HTOLIC04 in tomato.
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The Effect of an Attenuated SatRNA on The Accumulations of Helper Virus
In Several Symptomatic Hosts”

CHAI Li-Hong"’, CHEN Ji-Shuang™**, CHEN Zi-Yuan'’
(Y Institute of Nuclear Agricultural Seiences, Zhefiang University, Hangzhou 310029, China;

2) College of Life Science, Zhejiang University of Seiences, Hangzhou 310018, China)

Abstract NDM-1. the cucumber mosaic virus containing a satellite RNA depresses the accumulation of helper
viruses and attenuates the symptoms induced under field conditions. The kinetics of the accumulation of helper virus
RNA and satRNA in infected tissues was studied in 4 different hosts. Dot blot hybridization was used in the
quantitative analysis to compare the disciplinarian changing of viral RNA and satRNA at 5, 10 and 40 d after
inoculation. The analyses suggest that the relative loading of genomic RNA and satRNA of the CMV-DNMI
displayed a similar host- and time-effect trend but in different degree. The result in tomato plants is distinguishable
from the other hosts: the loading of relative genomic RNA and satRNA ascended during the 5 d to 10 d post
inoculation, and descended to the lowest at the 40 d. Also the NDM-1 in tomato tissue accumulated to the lowest
levels among all the hosts.

To disclose the relationship of the sat RNA and helper virus of NDM-1, the ratios of the accumulation of
satRNA and genomic RNA in 4 hosts were compared, which shows that the highest ratio is 15. 8, occurred at 40 d
in tomato. Analyses suggest that the mechanism of resistance to viral RNA is that the accumulation of satRNA of
NDM-1 reduces the yield of the accumulated viral RNA. The changing disciplinarians of NDM-1 in other 3 hosts
showed few differences.
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