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Table 1 The cell lines for construction of cell microarrays

Cell lines

1 African green monkey kidney cell lines: COS7

2 Mouse fibroblast cell lines: 3T3

3 China nasopharyngeal carcinoma cell lines-1: CNE-1

4 Human nasopharygeal carcinoma cell lines-1: HNE1

5 Human cervical carcinoma cell lines: Hela

6 Human glioblastoma cell lines: U251

7 Rat glioma cell lines: C6

8 Human colorectal adenocarcinoma cell lines: HT29

9 Human golorectal adenocarcinoma cell lines: SW480

10 Human osteogenic sarcoma cell lines: Soas-2

11 Human osteosarcoma cell lines: MG-63

12 Human chronic myelogenous leukemia cell lines: K562

13 Mouse melanoma cell lines: Bl6

14 Hamster kidney cell lines: BHK-21

15 Human kidney cell lines: 293

16 Human nasopharygeal carcinoma cell lines-1 transfected
with the BRD7 gene: CNE-1-BRD7

17 Human nasopharygeal carcinoma cell lines-1 transfected
with the LMP-1 gene: CNE-1-LMP1

18 Clone-2 of human colorectal adenocarcinoma cell lines
transfected with the NGX6 gene: HT29-NGX6-2

19 Clone-10 of human colorectal adenocarcinoma cell lines
transfected with the NGX6 gene: HT29-NGX6-10

20 Human glioblastoma cell lines transfected

with the LRRC4 gene: U251-LRRC4
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Fig. 1 Mixture of the graft cells and paraffin. snd the receptive block and section of the cell microarrays
Cal) Mixture of the graft cells and paraffin was 1. 0 mm diameter; (b The receptive block had 100 spot amays of the mixtures of the

exoft cells and paraffin: (c) HE-stained section of the cell microarrays.
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Fig. 2 Low and high magnification images of the HNE1 cells on the HE-stained section of the cell microarrcays
(a) HNEI cells, HE staining, 4 x; (bD HNE1 cells, HE staining, 20x.
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Fig 3 HT29 cells, ICH, P53 positive expression{ + + +)
AEC staming, 20 x
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Fig. 4 HT29 cells, ICH, P21 positive expression{ + + +)
AEC staming, 20 »

Table 2 Expression profiles of P53, P21, PTEN and P16
protein in the 20 kinds of cell lines
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Table 3 Expression profiles of BRD7 and NGX6 mRNA in
the 20 kinds of cell lines

Cell BRIV NGX6 Cell BRD7 NGX6
COs7 0 0 K562 1 3
T3 2 2 MGE3 1 1
CNE-1 0 0 SW480 1 1
HNE1 1 1 283 0 1
Bls 1 1 BHEK-21 0 0
Hela 1 0 CNE-1-LMP1 1 0
Soas2 0 0 CNE-BRD 2 0
U251 1 1 HT25-NGX6-2 0 2
Ca 2 2 HT25-NGXA-10 0 3
HT25 0 1 U251-LRRCA 1 1
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A New Method to Construct The Cell Microarrays and Its Application”

FAN Song-Qing, XIAQ Bing-Yi, CAOQ Li, XIONG Wei,

OUYANG-Jue, TAN Chen, LT Wei-Fang, TANG Ke, LI Gui-Yuan ™
( Cancer Research Insiitute, Xiangva Medical School, Central South University, Changsha 410078, China)

Abstract To investigate the in situ expression of the genes in large numbers of cultured cells, a high-throughput
technique was established. A novel method of constructing the cell microarrays was devised and the cell microarrays
including 100 spot arrays of mixture of the graft cells and paraffin from 20 kinds of cell lines was made successfully.
Expression of P53, P21, PTEN and P16 protein in the cell microarrays was detected by immunohistochemistry.
Meanwhile . expression of BRD7 and NGX6 mRNA in the cell microarrays was estimated hy in sitn hybridization. Tn
siti, expression profiles of P53, P21, PTEN, P16 protein and BRD7, NGX6 mBNA in different kinds of cultured
cells were established. The cell microarrays provided a new high-throughput tool for biological function studies of
the genes. The cell microarrays could be widely used the in situ analysis of the gene expression at the DNA, RNA,
and protein level. In additional, the cell microarrays could also be applied to estimate drug target validations.

Key words cell microarrays. in situ hybridization, immunohistochemistry
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