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Table 1 Action of ABP against the nucleic acids of bacterium
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Table 2 Action of ABP against the enzymes of bacterium
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Molecular Mechanisms of Antibacterial Peptides Against Bacterium”

WU Xi, ZHANG Shuang-Quan™

(Jiangsu Province Key Laboratory for Molecular and Medical Biotechnology,
Life Sciences College, Nanjing Normal University , Nanjing 210097, China)

Abstract Antibacterial peptides (ABP) are a new type of antimicrobial substance. It is widely distributed in many
living organisms, from the lowest virus and germs to the higher propagation. The research foregone mostly focused
on the mechanism of ABP against the cell membrane, and three modes have been put forward. Recent researches
indicate that many antibacterial peptides can penetrate into the bacterial cell effectively. They act on biologic
molecules inside bacterium directly without disruption of the membrane. According to different structure of
antibacterial peptides, there are several mechanisms to penetrating through the membrane. By interacting with

nucleic acids, proteins and signal transmissions, antibacterial peptides can finally kill and wound bacterium.
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