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Fig. 1 Gel analysis of total RNA (a) and VvSUC27 PCR amplification (b)
(a) Total RNA isolated from grape fruit. (b) /: 1 kb ladder; 2:,=60.7C; 3:1,=61.9C; 4:1,=63.0C.
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Fig. 2 Chimeric gene for the expression of VvSUC27 in tobacco (Nicotiana tabacum) plants (a) , and
analysis of pBI121-VvSUC27 plasmids by enzyme restriction (b)
I: MHindl+EcoR 1 ladder; 2: pBI121-VvSUC27/Kpn 1 +Sac 1 ; 3: pBI121-VvSUC27/ BamH 1 +Sac 1 ; 4: 100 bp ladder.
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23 HERIMEERHE AN L, IRIRE R, £ B AR AR 1 B T
B S X VeSUC27 cDNA I HEAZ LI HAK 24 ¥k, 4 DNA B (& 3a) M e PCR (& 3b)
pBI121-VvSUC27 il AR FF A S HAL BIMOE AR AW, 20 MR EIERIBIME, FHYEZR 83%.
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Fig. 3 Southern blot analysis of transgene (a) and identification by reverse-transcription PCR (b)
(a) 1~6: DNA isolated from transformated tobacco (/: F20; 2: F19; 3: F15; 4: F9; 5: F10; 6: F5); 7: DNA isolated from
wild type tobacco as a negative control; 8: pBI121-VvSUC27/Kpn | + Sac | as a positive control. (b) 7: 100bp ladder;
2~7: RT-PCR of total RNA isolated from transformants(2: F5; 3: F9; 4: F10; 5: F16; 6: F18; 7: F19); 8 PCR of
pBI121-VvSUC27 as a positive control; 9: RT-PCR of total RNA isolated from wild type tobacco as a negative control.
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Fig. 4 Uptake rate of sucrose-[“C] by leaf discs of the
plants transformed with the anti-VvSUC27 ¢DNA (F5,F10)
and wild type (WT1,WT2)
€—¢:WTl; B—H: WT2; A—A:F5 O—O:F10.
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Fig. 5 Cross section of root (a) and leaf (b) of anti-

VvSUC27 transformant and wild type
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Fig. 6 Sugar content in roots, stems and leaves from
tobacco plants transformed with anti-VvSUC27 (F5, F10
and F19) compared with control (WT)

(a) Total sugar. (b) Sucrose. (c) Fructose.l:F5; [J:F10; [3: F19; @: WT.
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Fig. 7 Transcript levels of genes in transformed tobaccos
CR: Roots of control tobacco; TR: Roots of transformant(F5); CS: Stems
of control tobacco; TS: Stems of transformant (F5); CL: Leaves of

control tobacco; TL: Leaves of transformant(F5).
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Abstract

anti-sense orientation under the control of the cauliflower mosaic virus 35 S promoter, and subsequently transferred

A cDNA (VoSUC27) of grape sucrose transporter was inserted into an expression vector pBI121 in the

into tobacco(Nicotiana tobacum cv. Samsun). The plantlets of the transformed anti-sense VoSUC27 cDNA tobacco
were grown normally on MS media containing 20g/L sucrose, but it was found that roots of the transformants
developed slowly and the leaves have more chloroplasts when observed under slice. Sucrose content in the roots of
the transformants was only 51% of the controls. The capability of sucrose uptaking and transporting into leaves
among the transformed tobaccos was greatly decreased.
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