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Fig. 1 Diagram illustrating a sorting signal-containing
surface protein®
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Fig. 2 Sortase catalyzed surface protein attachment ™
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Fig. 3 The three-dimensional structure and active
site of SrtA 1
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Fig. 4 The three-dimensional structure and active
site of SrtA 12
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Table 1 Cell wall sorting signals (CWS) categorized by

subfamily type
F 1 BEEAR DAL EMRGNMEESS

7> 1 2 3 4 5 6
SrtA L P X T G X
SrtB N P X T N D
Family3 L P X T G G
Family4 L P X T A X
Family5 L A X T G X

4 SrtA BYHDHIF

BEE X SrtA == 4k 45 K S L VAL AR WA
F TR Z 503 T 2 e B30 ) 2R v L, IR0
TG AH I PR30 49 Ay 75 228 0 1T 24 40 1) Rt AR T
A R R BE 5 2 D2 R (R U T Jl A7 it Tk
SR B, Scott ZFRE XA R T HH LPXTG A R
FUTRPIAT AR T A B AS o) 37, IR 4
F 5% (Cbz-Leu-Pro-Ala-Thr-CHN2) A Jik Wt & 2 %%
(Cbz-Leu-Pro-Ala-Thr-CH2Cl), FL ik Bk &0 FF e X6t
Pl S iR ISR . DU 37K 27 1) Kim S5 RU7E
80 Z MAHM i) P ik T JLA SrtA frAN R I 1 41
WA, L KRBT & (Cocculus trilobus)~ #i DI

(Fritillaria ~ verticillata)~  F& W 3 % (Liriope

platyphylla) F1EEWS (Rhus verniciflua) %} SrtA £ Lk
BRI, AR X SrtA R -4 il i
(ICx) A 1.52 mg /L, il 2 R i . Kim 55223
76 W UL BE ) 55 =25 (bulbs of Fritillaria verticillata)

gy B O1S B A4 A M 3 beta-sitosterol-3-O-
glueopyranoside, X it e BN SrtA, B
SrtA [P BE(ICs) M 18.3 mg/L, KAk 5 25 141
M W (Bacillus subtilis) R 4 ¥ 0 ) 2§ Bk
(Staphylococcus aureus ) B /MNE IR EE (MIC) 533 K
50 mg/L 1 200 mg/L, BJGARAT 4 T 4 Fh
TEMER A M) IRPINT St A (NS PE, 3 1) ER R
T4 1% % (berberine chloride) X SrtA A 5 5% 1) #1 ill %%
R, G SrtA IR L (ICs) A 8. 7Tmg/L, X
B R BHYE R MIC YE A 50 ~400 mg/L 2 [i].
BT, Oh A5G [F P4 5 i Chuja-Do & 7K 38k 1)
RIKHEST Spongosorites sp. ™73 B4 tH— Z 41 2- M|
4= 4)hd(Bis(indole) alkaloids), 54 & A 1 HEBUH 2
WERDGTE M€ 1 9 R GWIT o 4t T EAl]
(1) &8k 2 R L D e FE A B ARATT 23 5ol FH a9 g
Wi A= B A T 05 S.aurens I SrtA BV K 04
S.aureus AL, SR WoR, B0 AP
deoxytopsentin Il il /F F f& 8  (ICs: (15.67 =
0.54) mg/L; MIC<12.5 mg/L), H:Alh 8 Fhug|iE st
B0 SrtA PRI SR AR AR AN [R) R B 1 22 1) A AT ]38
X 9 A SR s LD e, B
iy X WK M BRI 8 LA B I Th RE IR R A B, X
h UG B B R 73 1e Bl R B it T BRI AL

5 R 2

TG IPUE R KT EY), ABAFAEAR 9
WIIEFENEI T, 5 S B AERIPUPE E AR L, B
IR AR A BT AL R, P 25 e B ) O A
T DAk R AR S SO ), S 4 R
RG], AL S B rE T S RG], AH
X T A B HTE AR RN g, T 20326 Bl 40
) 9 0 2 S L <5 00 A 2 K T A il A A AR
R, EUAR WD 07 226 L 00 S 0 R X A s ) A0 61
F, AR T X SRR e A R A T 2 P
JEAFAESE ). 41 Paterson I Mitchel Vi it 51256 iF
M, SrtA TEMT R BEEK I (Streptococcus pneumoniae)
O AR R 3 A P 7 (fitness factor) 1] AN J2& 28
S. aureus 1 IEUH K1 (virulence factor), Al47143 %
FH SrtA 587 BRI 57 AT A 8 2 ik e /N 5l I it 5 0
I8 LS N7 il 28 RN ILAE (bacteraemia) #5278, &5 1
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Sortase: New Target Enzyme in Gram-positive Pathogens®

LUO Li-Xin", SHI Zhou-Ming
(School of Bioscience and Bioengineering, South China University of Technology, Guangzhou 510641, China)

Abstract Many surface proteins of Gram-positive bacteria are anchored to the cell wall by the action of sortase
enzymes, a recently discovered family of cysteine transpeptidases. As the surface proteins of pathogens are
frequently required for virulence, the sortase might be a suitable target for the development of anti-Gram-positive
drugs. Recently, the mechanism and active sites of sortase was elucidated by the research of sortaseA (SrtA) in
Staphylococcus aureus and a series of SrtA inhibitors have been identified for providing the basis for further

development of potent inhibitors.
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