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The Present and Advance in Transcriptomics of Nasopharyngeal Carcinoma®

HUANG Chen”, WU Ming-Hua"”, LI Gui-Yuan™
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Abstract Transcriptomics studies the variety, structure, function and regulation of all transcripts in a given cell
and in a given time. It provides a novel procedure for revealing the molecular mechanism and regulatory network
of different development stages of nasopharyngeal carcinoma. The progress of isolation, identification and function
study of tumor susceptibility/suppressor gene, gene transcription profiling and transcription regulatory networks

have been introduced.
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