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Fig. 1 Phylogenetic analysis of HEV strains identified from cow and milk™
(a) Three complete genome sequences (KU356187,KU356188, and KU356189; highlighted by dark dots) amplified from stool samples of infected cows
were assigned to genotype 4. (b)Further analysis of the three complete genomes of cow HEV (highlighted by dark dots) and 11 ORF2 partial sequences
(348 bp; highlighted by gray triangles) amplified from HEV-contaminated milk samples revealed that all these strains belong to subtype 4 h.
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