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10 ERITE FUY SR S\ N 20203400178 JRCH 1 S SRR TR A W
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12 Jis v IgM/1gG 20203400176 I T R AR B A BR 2 ]

13 JEe A 43 IgM 20203400199 JTARAME M HER A BR A H]
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17 TSR 2 RO IgG 20203400183 B (E) AMRHTEIRAT
18 2R GORL - S Bk TV SARS-CoV-247 /4 20203400198 JE 175 R A B AR IR A

19 IR el T A Al 20203400059 ERAMRH GRBD A IRAH
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Abstract The new coronavirus SARS-CoV-2 has a strong transmission ability and has been confirmed to be
transmissible from person to person. Asymptomatic carriers can also be a source of transmission. Rapid and
accurate diagnosis of the new coronavirus is particularly important to control the outbreak. Based on the relevant
research progress at home and abroad, this paper analyzes and combs the four major detection technologies of
new coronaviruses such as fluorescent PCR, isothermal amplification, Cas enzyme technology and immunoassay,
in order to provide references and ideas for the diagnosis, prevention and control of new coronaviruses and other

epidemic viruses.
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